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Grants in the Last 5 years
1991-1996 Constructing a microsatellite/cosmid map of the bovine genome.  Principal Investigator,

$261,239 from  USDA (NRICGP).
1992-1995 Physical gene mapping of the river buffalo.  Principal Investigator, $180,797 from USDA

(NARP, EGYPT)
1993-1998 Biochemical genetic monitoring of rodents.  Principal Investigator, $328,621 from  NIH

(NO1-CM-37536).
1993-1998 NAGRP Coordinator for Cattle Genome Research.  Principal Investigator, $480,000 from

USDA (NAGRP).
1995-1998 Constructing an anchored comparative map of the bovine genome.  Principal Investigator.

$250,000 from the USDA (NRI).
1997-2000 Radiation hybrid mapping of the bovine genome.  Principal Investigator.  $190,000 from

USDA (NRI).
1998-2000 An anchored comparative map of the river buffalo genome.  Co-Principal Investigator.

$22,993 NSF (US-Egypt).
1998-2000 Radiation hybrid mapping of cattle ESTs for high resolution comparative mapping.  Co-

Principal Investigator with H. Lewin, U. Illinois. $250,000 from USDA-NRI ($107,500 to TAES)..
1998-2000 Biochemical genetic monitoring of rodents.  Principal Investigator.  $454,466 from NIH (NO2

CM-87014).
1998-2003 NAGRP Coordinator for Cattle Genome Research.  Principal Investigator.  $480,000 from USDA

(NAGRP)..
1999-2002 Production of a 25,000 cattle ESTs and development of a high resolution radiation hybrid map.

Co-principal Investigator with H. Lewin, U. Illinois.  $750,000 from USDA-NRI ($176,460 t o
TAES).

2000-2001 Parallel radiation hybrid mapping for isolating economically important genes in cattle.  Principal.
$180,973 from Texas Advanced Technology Program.. Investigator


